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Abstract

Completely functional intestine and colon ensure an adequate supply of nutrients. Recent research suggests that
gut microbiota support the intestinal function. Endurance runners routinely perform long-term endurance training.
This study aims to investigate the correlation between microbiota composition and physical characteristics in high
physical activity marathon runners. We enrolled 13 female elite-marathon runners (mean age, 24.7 * 4.2 years, maximal
oxygen consumption, 659 * 4.2 mL/kg/min; percentage of body fat, 13.0% = 10 %; body mass index, 181 = 0.8 kg/
m?). Each athlete was asked to take their stool sample for gut microbiota analysis. We classified gut microbiota by
the terminal restriction fragment length polymorphism analysis; the constituent bacteria were classified into 28
operational taxonomic units (OTCs) by Techno Suruga Laboratory Co., Ltd. In addition, these samples were analysed
16S rDNA by next-generation sequence analysis. Each athlete had a different gut microbiota. Furthermore, the
microbiota of six athletes revealed the presence of Prevotella spp. No correlation was established between the
Bacteroidetes/Firmicutes ratio, body mass index (2% =0.01217) and percentage of body fat (&% = 0.02741). However,
remarkably, this study suggests that the obesity-associated intestinal microbiota in female elite-marathon runners is
characterised by a higher Bacteroidetes/Firmicutes ratio.
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